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Despite the promising paradigm offered by high-content
screening, the concrete execution of hundred of thou-
sands of visual cell-based experiments has remained
highly challenging in terms of both statistical robustness
and speed. An efficient computational method for cellu-
lar microarrays was developed at Institut Pasteur-Korea
that allow for high speed, high content genome-wide
siRNA screening. Details of the method and examples of
data from genome-wide analyses will be featured in this
presentation. In particular, we will demonstrate that the
sudden ability to dramatically increase the number of
experiments has created the opportunity for automated
identification of a drug’s target.
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